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Data Acquisition: Step 1

Click “Madic” icon to open the program




Data Acquisition: Step 2

+Acquisition P Editing Bl Trport By Export  from |2026-06-20 v to 12026-07-20 ~| | Please select [~ Querycriteria | Seek |

tient information | creation time | modification time | FTP Status ‘ scan status | scan type scan mode isotope | drug J measured drug dose residual drug dose drug dose test time

1(Na22_test1 2. 7/20/20268:10.. 7/20/2026810AM  {S&ATH =t-nan] Static PET Na22 points.. 0 0 7/20/2026 7:59 AM
This is the new window.

Click “+Acquisition”

On 1 Page | I< < | > Ol |TotallPages(irecords) | - | Query(s)




Data Acquisition: Step 3

This is the new window for

data acquisition setup.

File name

Data

acquisition

time

Bed position

() Madic

ZRRE

- patient information

Code

contact person

contact number

contact email

| common

remarks

[Msave & Bed Reset [ start s

A
=+ Acquisition S Editi

~ scanning information setup

- scanning setup
scanning type scanning mode

Static Y PET

scanning posture

HFP

scanning length (mm)

Sele... l patient information
20260720001(Na22_t

- pet information
single bed scanning duration (s)  scanning plan
0 e

module shielding

Coincidence

Move Bed Mode

single bed scanning ® multi bed s

canning

Collection Twpe
’> single ® coin

Isotope:

- scanning status
CT planned number: 0 CT actual number:

Pet planned number: 0 Pet actual number:

SPECT planned numb 0

Na22 or F18
or others

0

- drug information

isotope
F18 >

anesthetic anesthetic dose

close

On 1 Page |I<<|




Data Acquisition: Step 4

Click “Save”

€ Madic

(MadicLAB

2 EARE

~ patient information
Code

[20260720002

€

species

weight
0

length
0

contact person
contact number

contact email

[ common

remarks

~ scanning information setup

save g Bed Reset [ start s

~ scanning setup

scanning type

scanning mode

Static m

PET set|
scanning posture

HFP B

- pet information

single bed scanning duration (s)  scanning plan

e =

module shielding

| |

=]

—Move Bed Mode

® single bed scanning

©) multi bed scanning

—Collection Type

©) single

® coin

- scanning status
CT planned number: 0

Pet planned number: 1

SPECT planned numb 0

CT actual number: 0

Pet actual number: 0

SPECT actual number: 0

-~ drug information

isotope
F18

(KT

anesthetic

drug

anesthetic dose

close

+Acquisition /Editing -

Sele... ] patient information I creati

=

On

4 20260720001(Na22_test1 2. 7/20/

1 Page | K < | > Dl |Totallf




Data Acquisition: Step 5

&) Madic

(MadicLAB

Z®A

®
*

Code

~ patient information —————

name
Li_test2_Na22

age
0

species

weight
0
length
0

contact person

contact number

contact email

[} common

remarks

M save

&Bed Reset | start s

- scanning information setup

- scanning setup
scanning type

Static I'.

scanning length (mm)

scanning mode

PET Set

scanning posture

HFP ]

~ pet information

single bed scanning duration (s)

300 -

medule shielding

scanning plan

—Move Bed Mode

® single bed scanning

multi bed scanning

~Collection Type

©) single ® coin
~ scanning status
CT planned number: 0 CT actual number: 0

Pet planned number: 1

SPECT planned numb 0

Pet actual number: 0

SPECT actual number: 0

e

Saring

~dr|
anesthetic

anesthetic dose

close

+Acqu:i.s:i.titm /Editing -Ilport .Export from |2026-06-20 I'J to
Sele... l patient information I creation time l modification time [ FTP Status I scan status
[0 20260720002(Li_test2_Na22) 7/20/20269:30...  7/20/2026 9:30 AM e F3E
[0 209P720001(Na22_test1 2. 7/20/20268:10... 7/20/2026 &:10 AM fEEATh 3T

New data file created.

Tips

o Import information completed

/

Complete setup

1 'Paae

[ <

| > 3| | TotallPaaes(2records) | ~ | Querv(s)



Data Acquisition: Step 6

Click “Start s...”

(MadicLAB

[ Madic

7 Patentinfoguation save IBed Reset [start s— Acquisition Editi = Impoxrt Export  from |2026-06-20 <] to [2026-07-20 <1
Cod a ng Il [=r P
e o ; -
= == - scanning infor - Sele... I patient information Icreation time lmodification time IFTP Status [scan status Iscan type scan mo
O 20260720002(Li test2 Na22) 7/20/20269:30... 7/20/2026%:30AM  kf% i Static PET
f=ERTh AN Static PET

0

0

species

weight

length

contact person

contact number

contact email

| common

remarks

scanning type

Static

scanning length (mm)

scanning mode

PET

scanning posture

HFP

- pet information

300 5
module shielding

single bed scanning duration (s)  scanning plan

~Move Bed Mode

® single bed scanning

multi bed scanning

—Collection Type

7 single

® coin

~ scanning status
CT planned number: 0
Pet planned number: 1

SPECT planned numb 0

CT actual number: 0
Petactual number: 0

SPECT actual number: 0

~ drug information

O

20260720001(Na22_test1_2...

7/20/2026 8:10 ...

7/20/2026 8:10 AM

isotope drug
F18 -]
anesthetic anesthetic dose <
close | On 1 Page [I< < | > Dl |TotallPages(records) | - | Query(s)




Data Acquisition: Step 7

&) Madic
* @A E
~ patient information ————————— - scanning information setup ~ _
z‘:d' ! ! ning mior 4 Acquisition # Editing Import @ Export from |2026-06-20 * to |20%-
e — . ||
960 - Sele... | patient information l creation time | modification time I FTP Status J scan status ‘ scan
20260 scanning
name [Static B ‘ - [J  20260720002(Li_test? Na22) 7/20/20269:30... 7/20/20269:30AM  FfF4 S Static
Li test? Na22 ' . [0  20260720001(Na22_test1 2. 7/20/20268:10.. 7/20/2026 8:10 AM {ZRATh S#AEh Static
- - S mm scanning
age P ‘
0 . ) Scan/Reconstruction progress sz
species v o . o - scan progress
weight ' T . i
0 ¢
length petinformation Display phas...
0 sing anning duration PET_1 Remaining time: 5 minute 0 second
contact person 300 = S

contact number

contact email

New window pop up

] common

remarks

Progress bar

close | On 1 Page [ I < | > I |TotallPages(2records) | - | Query(s)




Data Acquisition: Step 8

(&) Madic

(MadicLAB

EBR %

A Start R . X . ‘g
ar econ +Acqulsit10n /Edltlng - 1
- PET reconstruction setting
AnninG mode Sele... | patient information lcreatiol
B frami framing length acqtime (s) n
PET Set foming mode g engthee [ 20260720002(Li test2 Na22)  7/20/
Neone >| 0 & O  20260720001(Na22_test1 2. 7/20/2(
scann number of iterations subsets per iteration
Scan/Reconstruction progress 3
: o . . ~ SCan progress
1 " " " " " PET_.I
pet inf
single be: ing durat
300 N
m
scannin
CT planned number: 0
Isotope
m - ‘ - 4| 1 PET 300
anesthetic anesthetic dose
|l
<

close

On 1 Page [I< < | > >l |TotallPa




Data Acquisition: Step 9

) Madic

(MadicLAB

~  Start Recon

- PET reconstruction setting

framing mode

None

number of iterations

N 10 =
- FOV diameter
81 -

start time of ACQ interception
0 =
Shielding module

filter core size per sigma

0

:| filter core size per iteration
0

TOR filter_ Sigma
2

|0.042

j s attenuation correction

framing length acqtime (s)

numerical calibration coefficient

0 S
subsets per iteration

1 g
PET reconstruction accuracy
1457 M|
end time of ACQ interception (s)
300 %

=]

filter core size per subset

0 L]
Filter core size per iteration

0 ==
TOR filter core size

5 =

~ bed information

[ Be

[ IsFlipAxisZ

lscan serial nu... | scan type

scan duration (s) ‘

selection
%) 1

PET 300

~

=+ Acquisition  # Editing - Import I Export from |2026-06-20 7| to |2026-07-20 ~ | |Please select '_ Query criteria
Sele... l patient information ] creation time ] medification time l FTP Status I scan status I scan type scan mode isotope l drug [ measured dru
[/ 20260720002(Li_test2 Na22) 7/20/20269:30...  7/20/2026 9:30 AM ES] IS Static PET F18 0
O 60720001(Na22 test1 2... 7/20/20268:10... 7/20/2026 8:10 AM fZ5RRkTh SHETh Static PET Na22 points... 0

On

Select the acquired data.

1 Page | I< < [ > Ol | TotallPages(2records) | - | Query(s)




Data Acquisition: Step 10

[ Madic

XBRE

Data ANyuisition

4+ Acquisition # Editing - Import @ Export from |2026-06-20 | to |2026-07-20 ~ | Please select v | Query criteria | Seek

Sele... I patient information l creation time ‘ modification time FTP Status l scan status I scan type scan mode isotope I drug ] measured drug dose residual drug dose drug dose test time

=t Tay] Static PET F18 0 0 7/20/2026 9:28 AM
AT Static PET Na22 points.. 0 0 7/20/2026 7:59 AM

[J  20260720002(Li_test2 Na22) 7/20/20269:30...  7/20/2026 9:30 AM
[0  20260720001(Na22_test1 2. 7/20/20268:10.. 7/20/2026 8:10 AM

Click “Data Acq”. Then, the data file will
be transferred to the Rec computer.




Rec




Reconstruction: Step 1

() Madic

. saxrE<0DRE

= Acquisition # Editing -I-port I Export from |2026-06-20 |~ | to |2026-07-20 ; Please select 7| Query criteria [Seek

FTP Status | scan status | scan type scan mode isotope | drug | measured drug dose residual drug dose drug dose test time

‘ Sele... | patient information \creation time N modification time
[0 20260720002(Li_test2_Na22) 7/20/20269:30... 7/20/2026 9:30 AM
[0  20260720001(Na22_test1_2.. 7/20/2026&10.. 7/20/2026 &10 AM

=ERh Static PET Fi8 0 0 7/20/2026 9:28 AM
HEATH Static PET Na22 points.. 0 0 7/20/2026 7:59 AM

&

Click “Data Acq”.

The data file will be listed.



Reconstruction: Step 2

[@) Madic
2R %
+ Acquisition # Editing - Import @ Export from |2026-06-20 [+] to |2026-07-20 \_:H ‘Please select ‘LJ Query criteria Seek |
Sele... l patient information l creation time I modification time l FTP Status I scan status | scan type ‘ scan mode I isotope l drug ‘ measured drug dose l residual drug dose drug dose test time
20260720002(Li_test2_ Na22) 7/20/20269:30.. 7/20/20269:30 AM  {ZEEAKTH B Static PET F18 0 0 7/20/2026 9:28 AM
[("20260720001(Na22_test1 2. 7/20/2026 8:10.. 7/20/2026 8:10 AM 2=l an) FHERTD Static PET Na22 points.. 0 0 7/20/2026 7:59 AM

Select the data file



Reconstruction: Step 3

(@) Madic
(MadicLAB

-y Eu

=+ Acquisition ¢ Editing Bl [mport [y Export from |2026-06-20 -] to |2026-07-20 ~| |Please select I~ Query criteria 'Seek |

Sele... I patient information ‘ creation time l moedification time I FTP Status l scan status I scan type scan mode isotope ldrug ] measured drug dose residual drug dose drug dose test time
M N 703009096 6:30 N 7/20/2026 9:30 AM AT b=ian) Static PET F18 0 0 7/20/2026 9:28 AM
Initiat: structi

O i R 62:10.) \J/20/2026810AM SRR FEARD Static PET Na22 points.. 0 0 7/20/2026 7:59 AM

FTP Transmission
Phase analysis
Open the folder
SharedTransmission
PETPreview

Click right button of mouse. A small
window pops up.

hen, click “Initiate reconstruction”



Reconstruction: Step 4

Fill in the form. Or, use the default values

7]l to [2026-07-20 v | Please select v | Query criteria Seek
scan status ] scan type scan mode isotope I drug I measured drug dose residual drug dose drug dose
Em Camai nrr rin n n 7/20/2026
SRR View Recon eS| 7/20/2026
- selected information —~ rebuild information A
@-All Start Recon
- rebuild informd _ per reconstruction setting
_.scan informatior
_patient informat framing mode framing length acqtime (s)
None E 0 5
number of iterations subsets per iteration
10 - 1 =
FOV diameter PET reconstruction accuracy
81 F 1457 -
start time of ACQ interception  end time of ACQ interception (s)
0 -2 300 =
Shielding module
filter core size per sigma filter core size per subset
0 0 =
filter core size per iteration Filter core size per iteration
0 0 2
TOR filter_ Sigma TOR filter core size
2 5 =
numerical calibration coefficient
0.042
{ 1 s attenuation correction p e
< >
- bed information N




Reconstruction: Step 5

@ Madic

(MadicLAB

28R E

=+ Acquisition # Editing - Tmport @ Export from |2026-06-20 I'_ to |2026-07-20 ¥ | Please select _'J Query criteria . H‘
Sele... | patient information l creation time | modification time [ FTP Status ‘ scan status ‘ scan type scan mode isotope | drug | measured drug dose residual drug dose drug dose test time
[ 20260720002(Li_test? Na22) 7/20/20269:30.. 7/20/20269:30AM  {EiRALTH =AY S s — z = 7/20/2026 9:28 AM
[0  20260720001(Na22_test1_2... 7/20/20268:10...  7/20/2026 8:10 AM R FHERTh View Recon &2 | 7/20/2026 7:50 AM
- selected information - rebuild information A
2-All Start Recon
- PET reconstruction setting
,,,,, atient informat framing mode framing length acqtime (s)
None hd 0 =
number of iterations subsets per iteration
10 = 1 =
FOV diameter PET reconstruction accuracy
81 = 1457 -]
start time of ACQ interception end time of ACQ interception (s)
0 IL:- 300 -5-{
. Shielding module
Click “Start Recon”
filter core size per sigma filter core size per subset
0 0 E
filter core size per iteration Filter core size per iteration
0 0 -+
TOR filter_ Sigma TOR filter core size
2 5 E
numerical calibration coefficient
0.042
[[] Is attenuation correction performed
b > ~ bed information v




Reconstruction: Step 6

S~ Madic
This P
(madicLAB
Y EX T
e
Netwo
4+ Acquisition # Editing - Import @ Export from |2026-06-20 v to |2026-07-20 7 | Please select || Query criteria Seek
Sele... l patient information ‘ creation time I modification time ‘ FTP Status ‘ scan status | scan type scan mode isotope 1 drug measured drug dose residual drug dose drug dose test time
‘g 4 20260720002(Li_test2_Na22) 7/20/20269:30... 7/20/20269:30AM  fZ&AkIH BRI — — —— - - | 7/20/2026 9:28 AM
Microsdl [0 20260720001(Na22_test1 2. 7/20/20268:10... 7/20/2026 8:10 AM f=8inkTh AR Lol & | 7/20/2026 7:59 AM
Edge r selected information —y rebuild information A
3 H @-All | Start Recon
Bec i . . .
o - rehuild informal ae o cion setting
can/Reconstruction progress P
i hg mode framing length acqtime (s)
i - scan progress - reconstruction progress |
- 0 2
yer of iterations subsets per iteration
| [
= 1
1 Details 7/20/20269:38:09 AMAHCRITER(PET) L =
R _fiameter PET reconstruction accuracy
= @ Tips X | &
of ACQ interception (s)
0 Sucgessfully initiated reconstruction =]
{
TEore size per sigma Tilter core size per subset
| o =
2 core size per iteration Filter core size per iteration
0 -2-
. . . . . ilter_Sigma TOR filter core size
Tips window indicating the successful ;
N in itiation Of reconstructi( n trical calibration coefficient
e > |
Googl ~ bed information s



Progress window

Madic

Reconstruction: Step 7

+Acquisition S Editing Bl [erort lamy Export  from |2026-06-20 I~ to 2026-07-20 '~ | |Please select [~]| Query criteria ' Seek
Sele... | patient information | creation time | modification time I FTP Status I scan status I scan type scan mode isotope I drug I measured drug dose | residual drug dose drug dose test time
M 20260720002(Li test2 Na22) 7/20/20269:30... 7/20/20269:30AM  {ZEiAKEH chms e e = - 7/20/2026 9:28 AM
[0 20260720001(Na22_test 2. 7/20/20268:10.. 7/20/20268:10AM  {Z5&AkTH HfERTH izt inii & | 7/20/2026 7:59 AM
~ selected information = rebuild information A
E‘M_'l Start Recon
. rebuild inform:i| ..+ et ction setting
Scan/Reconstruction progress 23
bde framing length acqtime (s)
~ scan progress ~ reconstruction progress = |
A 2 -
iterations subsets per iteration
! =
. b—]
Details PET-SEALREUE52%) iter PET reconstruction accuracy
— ® B (= ]
f ACQ interception  end time of ACQ interception (s)
I =
nodule
|
ize per sigma filter core size per subset
- =
ize per iteration Filter core size per iteration
0 =
=]
Sigma TOR filter core size
5 ‘-—;—‘
ralibration coefficient
ation correction performe:
” £ > w- bed information e




Reconstruction: Step 8

ScanDatas (\\10.129.97.145) (Z:)

Manage

Share View Drive Tools

{, Cut 2 New item = i 4 Open Select all
» - . X = = v oH e
W Copy path f_] Easy access ~ Edit 10 Select none
Pinto Quick Copy Paste Move Copy Delete Rename New Properties 8]
access ILI Paste shortcut to to - folder - &) History 57 Invert selection
Clipboard Organize New Open Select
A == > ThisPC » ScanDatas (\\10.129.97.145) (Z:) >
Name Date modified Type
3 Quick access .
| ] Scan_202606181452_Na22_LUT_single_42..  6/18/2026 419 PM TZ File
I Desktop - -
=] ACQ&Recon_|P.txt 6/18/2026 8:54 AM Text Document
* Downloads *

= Documents #,
[&] Pictures
wa DATA (D)
Madic_testReport
net4s
== ScanDatas (\\10.129.97.14

@ OneDrive

@ This PC

Downloads
Music

= Pictures
Videos
0S(C)
DATA (D2)
== ScanDatas (\\10.129.97.145) (N:)
== ScanDatas (\\10.129.97.145) (Z:)

¥ Network

Check the data file

26 items

Scan_202607200930_Li_test2_Na22

7/20/2026 9:36 AM

Scan_202607200810_Na22_test1_202607.
tmp
Scan_202606181452_Na22_LUT single_44
Scan_202606181426_Na22_004

Type: File folder
Date modified: 7/20/2026 9:36 AM
Size: 29.8 MB

Scan_202606181358_Na22_003_Singledata 6/18/2026 2:04 PM

Scan_202606181351_Na22_003
Scan_202606180933_Na22_test2
Scan_202606180923_Na22_test
Scan_202507020753 _Test
Scan_202411010717_Bob
Scan_202410250248_Changqing3
Scan_202410230131_mousel
Scan_202410230034_test_Na22
Scan_202406290922_Na22_test
Scan_202406290900_test
Scan_202406290832_test
Scan_202406281912_Na22_test
Scan_202406281758_Na22
Scan_202406281739_Na22
Scan_202406281727_Na22
Scan_202406281714_Na22
Scan_202406281653_Na22
Scan_202406281637_Na22

File folder

r

r

r

Folders: PET
Files: DeviceParams.json, Scanlnfojson pr
File folder
6/18/2026 1:56 PM File folder
6/18/2026 9:43 AM File folder
6/18/2026 9:26 AM File folder
5 File folder
20247 File folder
10/25/20. File folder
10/23/20 File folder
10/23/20. File folder
6/29/202 File folder
6/29/2024 9:02 AM File folder
6/29/2024 8:34 AM File folder
6/28/2024 T:14 PM File folder
6/28/2024 6:00 PM File folder
6/28/2024 5:44 PM File folder
6/28/2024 5:30 PM File folder
6/28/2024 5:16 PM File folder
6/28/2024 4:55 PM File folder
6/28/2024 4:40 PM File folder

v O Search ScanDatas (\...

Size

1,668,230 KB
1KB

Select a file to preview.




Reconstruction: Step 9

® ® [{Jv Screenshot (10).png @ Q a M g v 0 0 &

s Manage ScanDatas

This P{

(MadicLAB

2R E

-

+ Acquisition , Editing - Import ﬁ E from 2026-06-20 v to |2026-07-20 v | Please select ~ | Query criteria Seek
Sele... ‘ patient information 1 creation time 1 FTP Status 1 scan status | scan type scan mode isotope | drug ] measured drug dose residual drug dose drug dose test time
ra 20260720002(Li_test2_Na22)  7/20/2026 9:30 ... = AR Static PET F18 0 0 7/20/2026 9:28 AM
[0  20260720001(Na22_test1 2.. 7/20/20268:10... f=58nh 13HEATH Static PET Na22 points.. 0 0 7/20/2026 7:59 AM

Click “data management”



Reconstruction: Step 10

) Madic

CMahdﬂiELAB . . . E . . . -

! Data Management &

p ¥iewReconstruction x Initiate Reconstruction OtherFunction from 12026-06-20 7@ to 12026-07-20 B\ query criteria Please select B ‘ Seek
selection | patient information creation time reconstructio... | iteration times isotope drug X direction Y direction z direction voxel size
b | O 20260720002(Li test? Na22)  7/20/2026%:38... PET 10 F18 55 55 62 1457
O 20260720001(Na22 test1 20... 7/20/2026 8:37... PET 10 Na22 point source 55 55 62 1.457
O 20260720001(Na22 test1 20.. 7/20/2026 8:34... PET 10 Na22 point source 55 55 62 1.457
O 20260618006(Na22 004) 6/26/2026 9:16 ... PET 10 Na22 55 55 62 1.457




Reconstruction: Step 11

) Madic

(MadicLAB

2 %R E

L ViewReconstruction ¥ Initiate Reconstruction OtherFunction from ;2026-06-20 [a to |2026-07-20 7\3‘ query criteria | Please select EJ ‘ ‘ Seek
selection | patient information creation time reconstructio... | iteration times isotope drug X direction Y direction z direction voxel size
| O 20260720002(Li test? Na22)  7/20/20269:38.. PET 10 F18 55 55 62 1457
[l 20260720001(Na22 testl 20.. 7/20/2026 8:37 ... PET 10 Na22 point source 55 55 62 1.457
O 60720001(Na22 test1 20.. 7/20/2026 8:34... PET 10 Na22 point source 55 55 62 1457
O 6/26/2026 9:16 ... PET 10 Na22 55 55 62 1.457

Select the reconstruction results




Reconstruction: Step 12

) Madic

)

Y Initiate Reconstruction

. OtherFunction from 2026-06-20

=] to |2026-07-20

3| query criteria | Please select B‘

[Seek]

Click “View Reconstruction” to see the
reconstruction parameters

selection | paNgnt information creation time reconstructio... | iteration times isotope drug X direction Y direction z direction voxel size
% 7/20/2026 9:38 ... PET 10 F18 55 55 62 1.457
O 2026072 Na22 testl 20.. 7/20/2026 8:37 ... PET 10 Na22 point source 55 55 62 1.457
O 7/20/2026 8:34 ... PET 10 Na22 point source 55 35 62 1.457
O 20260618006(Na 6/26/2026 9:16... PET 10 Na22 55 55 62 1.457




Reconstruction: Step 13

€l Madic
ERRF
P ViewReconstruction ¥ Initiate Reconstruction OtherFunction from 2026-06-20 \3 to |2026-07-20 Ej query criteria | Please select B | Seek
selection | patient information creation time reconstructio... | iteration times isotope drug | X direction Y direction z direction voxel size
U O 206072000200 test2 Na22)  7/20/2026 %38 .. PET 10 Fil View Recon )
O 20260720001(Na22 testl 20... 7/20/2026 837 ... PET 10 Ng  selected information —~ rebuild information N W57
O 20260720001(Na22 testl 20... 7/20/2026 8:34.. PET 10 N4 E-“\ll PET reconstruction setting 57
1 16 - rebuild inform: ) ) ) -
O 20260618006(Na22 004) 6/26/2026 9:16 ... PET 10 Nag oo information framing mode framing length acqtime (s) 57
| _patient informat ‘None E‘ ’0 .
number of iterations subsets per iteration
i B | =
FOV diameter PET reconstruction accuracy
8 = 14 ]
start time of ACQ interception  end time of ACQ interception (s)
° C/ S
Shielding module
filter core size per sigma filter core size per subset
o o =
filter core size per iteration Filter core size per iteration
I
0 Lo =)
TOR filter_ Sigma TOR filter core size
2 P g
numerical calibration coefficient
0,042 |
[C] Is attenuation correction performed
bed information
< > ( - v
[] Bed cplicinag T IeFlimAvic7.




Reconstruction: Step 14

) Madic

CMa,.d!%I:.AB ...E-...

L ViewReconstruction ¥ Initiate Reconstruction §Other|:uncﬁon from |2026-06-20 \v| to |2026-07-20 ::_‘} query criteria | Please select d

[seck|

selection | patient information creation time reconstructio... | iteratioMgi isotope drug X direction Y direction z direction voxel size
M 20260720002(Li test? Na22)  7/20/20269:38... PET 10 F18 55 55 62 1457
] 20260720001(Na22 test1 20.. 7/20/2026 8:37 ... PET 10 Na22 point source 55 55 62 1.457
O 20260720001(Na22 testl 20... 7/20/2026 &:34... PET 10 Na22 point source 55 55 62 1.457
| 20260618006(Na22 004) 6/26/2026 9:16 ... PET 10 Na22 55 55 62 1.457

Click “OtherFunction” to export the
reconstruction results




(MadicLAB

£ R AR E

Reconstruction: Step 15

L ViewReconstruction

¥ Initiate Reconstruction

selection

patient information creation time reconstru
% 20260720002(Li test2 Na22)  7/20/20269:38... PET
[l 20260720001(Na22 test1 20.. 7/20/2026 8:37.. PET
] 20260720001(Na22 test1 20.. 7/20/2026 8:34.. PET
O 20260618006(Na22 004) 6/26/2026 %:16 ... PET

Select a format

i OtherFunction ’ from |2026-06-20 ] to [2026-07-20 =] querycriteria [Please select [~ | Seek |
Export Data
Export as DCM drug X direction Y direction z direction voxel size
Export as multi frame DCM 55 55 62 1.457
Export as Fusion DCM point source 55 55 62 1.457
Export as multi frame fusion DCM point source 55 55 62 1.457
Rebuild the puzzle 55 55 62 1.457




7 Madic

Reconstruction: Step 16

YiewReconstruction Initiate Reconstruction OtherFunction from |2026-06-20 ‘T| to |2026-07-20 |T uery criteria Please select |~ Seek
i L | query |
selection | patient information creation time reconstructio... | iteration times isotope drug X direction Y direction z direction voxel size
- 1% 7. Li test? Na22 7/20/2026 9:38 ... PET 10 F18 55 55 62 1.457
O 20260720001(Na22 test1 20... 7/20/2026 8:37 ... PET 10 Na22 point source 55 55 62 1.457
O 20260720001(Na2?2 test1 20... 7/20/2026 8:34... PET 10 ALaa. : £L ££ <3 1.457
[0  20260618006(Na22 004 6/26/2026 9:16... PET 10 BEEPETERER o B 52 1457
SEEE IEE TEE -
IE | | | HTEE: 003000 ]
EoRs 10 B
FENE =
O 255 —RT

wn o) ] w2

Select this one “Add”




Reconstruction: Step 18

n from 2026-06-20 v| to [2026-07-20 ¥ | querycriteria | Please select |~ Seek
s isotope drug X direction Y direction z direction \
F18 55 55 62
Na22 point source 55 55 62
WEEPET LR o B R
SUTEE AR FEH .
SMTER: | 0.0-300.0 =
» 0.0-300.0 10 1 _
ERORE: 10 :
FEME: -

=aHm—RT

| 2k fikR BE

Select this one “Confirm”




Reconstruction: Step 19

95 55 62 1.457
Browse For Folder
v ReconDatas
> li test1 Na22 20260720
li test2 Na22 20260720

> Scan_202406281621_Na22

> Scan_202406281637_Na22

> Scan_202406281653_Na22

> Scan_202406281714_Na22

> Scan_202406281727_Na2?2

> Scan_202406281739_Na22

> Scan_202406281912_Na22_test
> Scan_202406290852_test

> Scan_202406290900_test

> Scan_202406290922_Na22_test
> Scan_202410230034_test_Na22
> Scan_202410230151_mousel

Make New Folder | . ok | Cancel

Select or create a folder
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Reconstruction: Step 19

L ¥iewReconstruction

¥ Initiate Reconstruction

. OtherFunction from 2026-06-20

1*| to |2026-07-20

E‘ query criteria | Please select BH

selection | patient information creation time reconstructio... | iteration times isotope drug X direction Y direction z direction voxel size
M 20260720002(Li test? 7/20/2026 9:38 ... PET 10 F18 55 55 62 1.457
| 20260720001(Na2? testl 20... 7/20/2026 837.. PET 10 Na22 point source 55 55 62 1.457
O 20260720001(Na22 test1 20... 7/20/20268:34 ... PET 10 Na22 point source 55 55 62 1.457
O 20260618006(Na22 004) 6/26/2026 9:16... PET 10 Na22 55 55 62 1.457
Tips X

Completed.

Exportinz, please wailt a moment




View and Analyze Results: Youtube video for pMOD software

= YouTube Q)9

DB Load ® View VOIs Compare Fusion

" m (2
Y \3:, X W ' rat_3 [10097] FDG PET dynamic PE s X
-
(o s [&ls[0]?8
> 3
o | 150 1 q » e
® 11 1 4 »
i k o
& @ Cold Tar@A® v
-}
149 (84 ® 0.0 ¢ 99.291
(0.0, 36 - v
+ emme—————
0 [%] 4 1 [%] %
o v * v r_ T v
-
1
-
Load: @ AUTODETECT ~ #
Tools Convert Anonym s 4
o
v
-
97 Split Frames v L%
W Slice Alignment v b ]
L]
Save: [ INTERFILE a LIAN 2
Crop
Interpolate [mm]
= Hd 415 » i & 1.0 a (e} » VOIs

aView» |¢» a T i =

S1E7 Image processing and VOI analysis

% e 3 a Loaded

https://www.youtube.com/watch?v=5ieONoq5FnE&t=618s



View and Analyze Results: Amide software (free)

O @ Study: new
File Edit View Tools Help

'r._;. :" v M u ﬁl% oGp a i [ DD % : zoomf1  [2] fov(%){100 [Z] thickness (mm):1 2] | gate: NIA

time: 0-1s

transverse 1 coronal 1 sagittal 1

) 1) [ 1

AMIDE

https://www.youtube.com/watch?v=5ieONoq5FnE&t=618s




View and Analyze Results: Amide software (free)

= YouTube amide software X (G 0}

Amide ROI Tutorial
h Wawrzyniec Dobrucki
(\ 35 subscribers @ {b 32 q;' ﬁb Share <4 Ask m Save

https://www.youtube.com/watch?v=232GVMj5_D4
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